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‘’ From LLMs to Genomic Discovery: Bridging Knowledge Curation 
and Hypothesis Generation ‘’ 

 

Recent advances in large language models (LLMs) offer new opportunities to leverage 

scientific literature at scale and accelerate discovery in genomics. Through several 

projects, including PESTO and PEPPER, we explore how these models can move beyond 

information extraction to interpret, structure, and evaluate biological knowledge. These 

approaches enable automated curation of gene–phenotype associations, distinguish 

genuinely novel discoveries from existing knowledge, and integrate genetic data with 

scientific literature to identify new associations and generate biological hypotheses. More 

broadly, this work illustrates the potential of LLMs as tools for scientific reasoning, 

bridging automated knowledge curation and biological discovery. 
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